Top-down fragmentation of the native tetrameric 102 kDa
Concanavalin A complex using ECD on a QTOF system
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The X-ray structure shows the
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protein as part of the N-terminal
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Here we present data from the analysis of the tetrameric Concanavalin A
(Con A) complex. Con A'is a commercially available 25.5 kDa lectin

from Canavalia ensiformis which forms a tetrameric complex known to bind
carbohydates with a preference to internal mannosyl and glucosyl residues.
It is widely used in glycoprotein analysis as well as for glycoprotein
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